TTCGGATCCTTGGACCTTCCCGGTTCTTCTACCCCATTCTGGCCCTTGAGCCCAGGGAGCGAGGGCAGTG 

TGGTTAATGGGGAGAGCCATGCATCCGGGACCACCACTCTCACAGACTGCCTGCGAAGATTTACCAGACC 

AGAGCACTTAGGAAGCAGTGCCAAGATCAAGTGTAGCGGTTGCCATAGCTACCAAGAGTCCACAAAGCAG 

CTCACCATGAAGAAGCTGCCCATTGTGGCCTGTTTCCATCTCAAACGATTTGAACACTCAGCCAAACTTC 

GGCGGAAGATCACCACATATGTGTCTTTTCCCCTGGAACTGGACATGACGCCCTTCATGGCCTCCAGCAA 

AGAGAGCAGGATGAATGGGCAATACCAGCAGCCCCTGGACAGTCTCAACAATGACAACAAATACTCCCTG 

TTTGCTGTCGTTAACCATCAAGGGACCTTGGAGAGTGGCCACTACACCAGCTTCATCCGGCAGC 

ACAAAGACCAGTGGTTCAAGTGTGATGACGCCATTATCACCAAGGCCAGCATCAAAGATGTACTGGACAG 

TGAAGGGTACTACTCTTCTATCACAAACAGTTCCTGGATTACGAGTAGCTCCTGCCTTGCTGGCCAGAGA 

AAGAGAGAGA (SEQ ID N0:1) 



FIGURE 1 



underlined = deleted in targeting construct 

[ ] = sequence flanking Neo insert in targeting construct 



TTCGGATCCTTGGACCTTCCCGGTTCTTCTACCCCATTCTGGCCCTTGAGCCCAGGGAGC 

GAGGGCAGTGTGGTTAATGGGGAGAGCCATGCATCCGGGACCACCACTCTCACAGACTGC 

CTGCGAAG[ATTTACCAGACCAGAGCACTTAGGAAGCAGTGCCAAGATCAAGTGTAGCGGT 

TGCCATAGC ] TACCAAGAGTCCACAAAGCAGCTCACCATGAAGAAGCTGCCCATTGTGGCC 

TGTTTCCATCTCAAACGATTTGAACACTCAGCCAAACTTCGGCGGAAGATCACCACATAT 

GTGTCTTTTCCCCTGGAACTGGACA rTGACGCCCTTCATGGCCTCrAGI CAAAGAGAGCAGG 

ATGAATGGGCAATACCAGCAGCCCCTGGACAGTCTCAACAATGACAACAAATACTCCCTG 

TTTGCTGTCGTTAACCATCAAGGGACCTTGGAGAGTGGCCACTACACCAGCTTCATCCGG 

CAGCACAAAGACCAGTGGTTCAAGTGTGATGACGCCATTATCACCAAGGCCAGCATCAAA 

GATGTACTGGACAGTGAAGGGTACTACTCTTCTATCACAAACAGTTCCTGGATTACGAGT 

AGCTCCTGCCTTGCTGGCCAGAGAAAGAGAGAGA 
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Targeting Vector* (genomic sequence) 
Construct Number: 2869 



Arm Length: 
5': 0.4 kb 
3': 3.5 kb 



Tarteting Vector 
Endogenous Locus 



* Not drawn to scale 



3* mm 



Neo 
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5 • >AGATGACACCTTTAACTACTG ' 
GTGAACTTTGAGTGATAAAATAAT i 
CTGTTCCCCTTTCTTCCATGTCCT 
CATGTCTTTTACTTTTCCCCTTTC ' 
CATGTTTATTTTTTTAATAAAAAC ' 
ACGTTTTTTAAATGCCTTGTAGAT ^ 
TTACCAGACCAGAGCACTTAGGAA , 
GCAGTGCCAAGATCAAGTGTAGCG ^ 
GTTGCCATATCO' (SEQ ID ^ 
NO : 2 ) 



5 ' >TGACGCCCTTCATGGCCTCCA ^ 
GGTAGAAAGGGTTGGTGCTCCTGT . 
GTCTGAGTGGGAAGGCAAGTTGTC ^ 
TAGTGGGTGCTTACCCAGTGCCAG I 
CCTTTAGACATGGTAATGACAGCT i 
ATCCAGGCCTCACCGCCACCCCAG i 
AACTTACCTAAGCTTACTGTGGGC ; 
TACCCATTTGTACTCTTAACATCC ■ 
CTCATCATTTAO' (SEQ ID ' 
N0:3) 
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